Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.004 Å; R factor = 0.031; wR factor = 0.082; data-to-parameter ratio = 12.8.
The title complex, [Cu(C 18 H 18 N 2 O 6 )], was synthesized by the reaction of copper(II) acetate monohydrate with the ligand 4,4 0 -dimethoxy-2,2 0 -[ethylenedioxybis(nitrilomethylidyne)]diphenol (H 2 L). The Cu atom is coordinated by two O atoms and two N atoms of the L 2À unit. A bridged dimer is formed through intermolecular CuÁ Á ÁO interactions [CuÁ Á ÁO = 1.9408 (15) Å ], creating a distorted square-pyramidal geometry about the Cu atoms.
Related literature
For related literature, see: Akine et al. (2001 Akine et al. ( , 2005 ; Bhadbhade & Srinivas (1993); Garnovskii et al. (1993) ; Katsuki (1995) ; Ray et al. (2003) ; Sun et al. (2004) ; Sangeetha et al. (1999) .
Experimental
Crystal data [Cu(C 18 H 18 N 2 O 6 )] M r = 421.88 Monoclinic, P2 1 =c a = 15.453 (2) Å b = 7.6408 (11) Å c = 15.927 (2) Å = 107.686 (2) V = 1791.6 (4) Å 3 Z = 4 Mo K radiation = 1.26 mm À1 T = 298 (2) K 0.51 Â 0.29 Â 0.20 mm
Data collection
Bruker APEX CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 1996) T min = 0.566, T max = 0.787 8649 measured reflections 3138 independent reflections 2600 reflections with I > 2(I) R int = 0.027 Refinement R[F 2 > 2(F 2 )] = 0.031 wR(F 2 ) = 0.082 S = 1.10 3138 reflections 246 parameters H-atom parameters constrained Á max = 0.25 e Å À3 Á min = À0.40 e Å À3
Data collection: SMART (Bruker, 1998) ; cell refinement: SAINT (Bruker, 2003) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 1990) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 1997a); molecular graphics: SHELXTL (Sheldrick, 1997b) ; software used to prepare material for publication: SHELXTL. 
Comment
Metal complexes with multidentate salen-type ligands have been extensively studied because such ligands can bind with one, two, or more metal centers involving various modes and allow successful synthesis of homo and/or heteronuclear metal complexes with interesting stereochemistry (Katsuki, 1995; Akine et al., 2005) . Furthermore, these complexes are very interesting in many fields, such as catalysis, enzymatic reactions (Garnovskii et al., 1993) , magnetism, and molecular architectures (Sun et al., 2004) . Research into the copper(II) complexes have been stimulated by, among other things, biological modeling applications, catalysis, design of molecular ferromagnets, and material chemistry (Ray et al., 2003) . and [Cu(salen)] (Bhadbhade & Srinivas, 1993) , which forms a head-to-tail structure by the intermolecular contacts between copper(II) and oxygen atoms (Fig. 2) . The bond angles related to Cu2O2 are as follows: the angles of O3-Cu1-O3A and O3-Cu1A-O3A are both 85.15 °, the angles of Cu1-O3-Cu1A and Cu1-O3A-Cu1A are the same as 94.85 °. All of the Cu1-O-Cu1A bridging angles fall in the normal range for diphenoxo-bridged copper(II) complexes (Sangeetha et al., 1999) . The sum of the four bond angles is 360 ° exactly, indicating Cu1, O3, Cu1A and O3A are coplanar. The Cu1-Cu1A distance in dimer is 3.245 (2) Å.
Experimental
A solution of Cu(II) acetate monohydrate (6.7 mg, 0.03 mmol) in ethanol (2 ml) was added dropwise to a solution of 4,4'-dimethoxy-2,2'-[ethylenedioxybis(nitrilomethylidyne)]diphenol (12 mg, 0.03 mmol) in acetone (10 ml). The color of the mixing solution turns to green, immediately, and then filtering the solution and the filtrate was allowed to stand at room temperature for about two weeks, the solvent was partially evaporated and obtained dark-brown prismatic single crystals suitable for X-ray crystallographic analysis.
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Refinement
Non-H atoms were refined anisotropically. H atoms were treated as riding atoms with distances C-H = 0.97 (CH 2 ), or 0.93 Å (CH),O-H = 0.82 Å, and U iso (H) = 1.2 U eq (C) and 1.5 U eq (O). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0297 (9) 0.0335 (10) 0.0346 (9) −0.0040 (7) 0.0087 (7) 0.0067 (7) Fig. 1 supplementary materials sup-9 Fig. 2 
